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WORKSHOP ABSTRACTS 
Meet the Professors Workshop  

 

A Comparative Analysis of Multigene Testing in Breast Cancer patients from Jamaica and 

Bahamas 

 

P O Roberts 

  

Jamaica’s population has evolved from the original inhabitants (Taino), the Europeans that came 

during and after colonization, Africans from the slave trade predominantly of West Africa origin, 

Chinese and Indians that came as indentured labourers and some of the earliest Jews to migrate to 

the Americas. Over decades and centuries of interracial mixing, a population has evolved with 

likely a unique genetic make up. Published studies have shown a high incidence of Lynch 

Syndrome among Jamaican patients with colon cancer and a high incidence of PALB2 in Jamaican 

patients with breast cancer.  Though Bahamas was involved in the slave trade with slaves from the 

same region of Africa as Jamaica and similar European colonization, over decades and centuries 

another unique set of people likely evolved. Published studies have shown Bahamas to have one 

of the highest incidences of BRCA pathogenic gene variants in the world. This introductory 

presentation seeks to share the results of panel testing for 84 cancer susceptibility genes in 

Jamaican and Bahamian patients with breast cancer. It seeks to show how significantly different 

the causes of hereditary breast cancers are in these two population and the importance for routine 

multi-gene testing in patients diagnosed with breast cancer. 

 

 

Ask why: Never presume. Three anecdotes that led to remarkable research outcomes 

F Prendergast 

 

Frequently the most effective biomedical research projects evolve from informed curiosity or 

seeming whimsy rather than logical precepts. I'll argue that by presuming we know, or when we 

trivialize good questions, we often fail to realize or stultify great potential. Examples from two 

recent Nobel Prizes" 
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How has Genomics changed GI/Liver Pathology nd What have I learned from Genomics 

along the Way? 

 R Graham 

 

Traditional diagnostic pathology of tumors is based on morphologic assessment with the use of 

immunohistochemistry. Advances in molecular technologies have opened new approaches to 

interrogate tumors and yielded the discovery of characteristic genetic events that are underlie 

specific tumors. This is led to the development of new diagnostic biomarkers and an improved 

understanding of tumor biology. As a result, new treatment approaches and prognostic models 

have been implemented in routine clinical care. This novel paradigm has impacted every 

subspecialty of pathology including GI/liver pathology. 

 

Along these lines, I have had the opportunity to be a  part of the discovery of novel fusion gene in 

gastroblastoma, the development of a molecular test for fibrolamellar carcinoma and the 

characterization of a number of tumor types. By the end of the presentation, the audience will be 

able to discuss the impact of molecular technologies on diagnosis and research of GI/Liver tumors, 

list molecular biomarkers for several tumor types and describe an approach to use molecular tools 

for research. 

 

 

 

Neoplasms of the pancreatobiliary tract: Is there still a place for conventional morphology 

in the era of molecular diagnostics? 

M Reid 

  

In recent years there have been numerous advances in our knowledge and understanding of the 

molecular alterations that underlie the development and advancement of cystic and solid tumors 

of the pancreas and biliary tract. These have significant diagnostic and prognostic 

implications.  Although promising, many are still purely experimental or prohibitive in cost. 

Pathologists must therefore rely on morphologic clues as indicators of these alterations. This talk 

will explore recent molecular advances in pancreatobiliary pathology and their morphologic 

correlates particularly in small biopsies, and with limited resources. 
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Main Workshop:  
 

Genomics or Genetics? Common Roots, Diverse Branches, Shared Opportunities 

K Marshall 

Genomics and genetics are multi-disciplinary branches of contemporary biological science, both 

rooted in a common concept – the gene. Genomics, a framework that has come of age in the 

twenty-first century, studies structural and functional aspects of the genome, the entire set of genes 

comprising an organism or cell. Genetics, on the other hand, emerged at the very beginning of the 

twentieth century, and investigates how the inter-generational inheritance of characteristics is 

associated with specific genes. In keeping with their common conceptual roots, these related 

disciplines share overlapping theoretical perspectives, methodological approaches and 

technological platforms. Not surprisingly, then, it can be challenging to draw the appropriate 

distinctions between these two gene-based sciences. Therefore, this introductory presentation 

employs recently published studies to make salient commonalities and contrasts between genomics 

and genetics. Notwithstanding any differences between them, however, the presentation 

emphasizes how research utilizing these frameworks, either individually or together, is currently 

generating a vast amount of useable information, encompassing all areas of modern biomedicine. 

Moreover, it touches on how such research is helping to deliver on the promise of more 

personalized human health care, based on insights derived from these complementary sciences of 

the gene. 

Plenary Lecture 

 Genomics in Clinical Medicine: Hope, Hype and Challenges"  

F Prendergast 

In principle, genomics pervades all aspects of clinical medicine from disease prevention, to 

diagnostics and therapeutics. But it's critical to realize that the universe of genomics in medicine 

perforce includes the inevitable impact of epigenomics as an equal and indeed vital modifier of 

genomic activity. In pondering the relevance to the current   and future or potential applications to 

clinical practice, especially for personalized medicine, one must appreciate what the available 

technologies can and cannot do, the very real challenges facing the field for interpretation of 

genomic data in terms of the phenotype, and the very real ethical issues that may be the most 

difficult issues that need yet to be resolved. 
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Pharmacogenomics – Current and Future Clinical Applications  

  

G Morse  

 

Pharmacogenomics is the component of "genomics" that includes the influence of genomic 

characteristics on clinical pharmacology and drug actions. This often is divided into genomic 

influences on pharmacokinetics (drug absorption, distribution, metabolism, elimination) or 

pharmacodynamics (drug response by cells/tissues/organs). Since pharmacokinetics often is 

related to pharmacodynamic responses, a triad emerges in which pharmacogenomics, 

pharmacokinetics and pharmacodynamics are inter-related and magnified when individuals 

require combination regimens and drug interactions occur. Post-human genome project. 

pharmacogenomics has been identified as the area of genomics that may impact the greatest 

number of individuals. Drug development research now incorporates pharmacogenomic testing 

during Phase I protocols, with continued inclusion of genotyping through to Phase IV studies. The 

subsequent evolution of proteomics, metabolomics and epigenetics have added complexity to 

protocols yet, with the application of bioinformatics, has also identified important new aspects of 

pharmacogenomics in the pursuit of precision medicine and individualized medication regimens 

that may enhance treatment outcomes while minimizing drug toxicity. 
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